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Abstract: Objective To obtain useful microsatellite loci of Aedes aegypti from the southwest areas of Yunnan province.
Methods The Ae. aegypti genome was downloaded from National Center for Biotechnology Information (NCBI). The
repeats with a period size of 2—4 bp and a copy number less than 30 were chosen using Tandem Repeats Finder software.
Primers were designed with those microsatellites of unique flanking, and BLAST was utilized for these primer sequences to
confirm amplicons also single copy. Results A total of 80 microsatellite loci were obtained from 17 whole genomes and 11
pairs of primer were designed successfully with 98 alleles. There are 9 alleles per pair of primers on average. The average
value of observation heterozygosity is (0.394 +0.026). Conclusion The acquired primers can amplify bands stably and
these amplicons are polymorphic, being fit for the research of population genetics of Ae. aegypti.
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Table 1 Sample information used in the experiment
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Table 2 Characteristics of 11 microsatellite loci of Aedes aegypti

inGs Eiv-352] S5 ~3") IR (T,, C)  EEFE(A) =R (bp)

ACI10 AC F:CAATTATGATCCGTGGTGTT 49 8 185
R:GCGAAGAATGGTGGTCTA

1209 AC F:GCAATCTGGTCGTCGTTA 54 12 174
R:GGCTATATCTGATCTGGTGAT

AG3 AG F:GACTAAGCAGGACGACAG 52 8 323
R:AAGCAGGTTGATGAGATTCT

TTC5 TTC F:ACATTTGTTTTGCTATTGTGG 55 7 154
R:AAGAACATTATGCTAAAAAGCAG

AAG6 AAG F: AGGATCTTTTCGTAAGAAGCA 55 12 150
R:GGAATTGTTCTCTACATGCTG

AATI1 AAT F:AAGGAACACTAGTTCGGTAGG 55 9 155
R:GAGCTGTTCAAGAACACAAGT

TTGT TTGT F:TGTTTGAGCTGAAAATCTCAT 55 14 127
R:GTCAAATCGGAGGTAGTGAAT

ACI AC F:GAGTATATCGGCCTCCAATAC 55 7 146
R:CATACAGGTACACGCTAGGAT

CGA CGA F:TGCAGTTCTACAACTCCTTTT 55 6 156
R:TTACCAGTTGAAGTTGATTGC

GAT GAT F:CGTATCGTGTTACGCTATCTC 55 4 154
R:GTAGGCAAAACGATCACAGT

TC TC F:TTCATCTTTCACTCATTCCAC 55 11 165
R:CAAGTGCCCTATAGTGTTTGT
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Table 3 Loci information of each population in southwest Yunnan

139 e SR ARSI meinn mmenr WRURAN RHIEAAIL

FIREL 46.545+0.207 5.727+0.675 2.54340.331 1.048+0.152 0.396+0.084 0.51940.071 0.5254+0.072
2 35.000£0.000 4.36410.544 2.565+0.364 0.98440.156 0.42940.086 0.51040.076 0.5184+0.077
FEE3 32.000£0.000 4.364+0.527 2.3771+0.319 0.931+0.146 0.369+0.083 0.486+0.074 0.494+0.075
T4 46.72710.141 4.818+0.736 2.22640.289 0.8741+0.147 0.44710.096 0.4594+0.075 0.4641+0.076
T s 31.818+0.122 5.00040.522 2.7361+0.312 1.09410.127 0.4834+0.079 0.5724+0.059 0.58140.060
6 27.90940.091 3.72740.648 2.23040.364 0.815%0.161 0.3334+0.073 0.436+0.079 0.44440.080
FHET7 27.000£0.000 3.727£0.574 2.375+£0.444 0.82440.178 0.320+0.074 0.43440.086 0.4431+0.088
A8 46.455+0.207 4.727+0.428 2.658+0.315 1.039+0.132 0.440%0.065 0.5524+0.066 0.558+0.066
A9 22.09140.563 5.455+0.652 2.930£0.428 1.169+0.137 0.33340.060 0.587+0.051 0.601+0.052
FHEIE 35.061£0.895 4.6571+0.202 2.516%0.116 0.975+0.049 0.394+0.026 0.506+0.023 0.514+0.024
T R NBE P £ ARER (v s0)
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