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Abstract: Objective To develop a highly specific and sensitive Real - time PCR assay to detect Orientia tsutsugamushi.
Methods A pair of primers and a TagMan-MGB probe were designed according to the 56 kD outer membrane gene sequence.
Results A linear relationship between the threshold cycle (Ct) of the quantitative Real-time PCR and the DNA copy number
was demonstrated (r=0.99). The standard curve showed that 26 copies target genes per reaction could be detected by this
method. The lowest detection limit of this method was 2 copies per wl. The method showed high species specificity and good

reproducibility. Conclusion These results suggested that the Real-time PCR with TagMan-MGB assay is highly specific and

sensitive for the detection of O. tsutsugamushi, which might be applied for the diagnosis of this infection.
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Fig. 1 Fluorescence curve with different concentrations of primers
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Fig.3 The standard curve based on the log value of plasmid

density and Ctvalues
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Fig. 4 Amplification curve of different samples
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